Overview of the cDNA evaluation system
cDNA sequences

cDNA evaluation system t

Check List

@cDNA reliability check
Immature, Frame-shift, Truncate, Amino-acid substitution

@®Splicing variants detection
@ Transcription start site check

Sequence level

Graphical check

check

ALVISION

Check system

Judgment where the sequence should be extended




Amino-acid sequences are

different among queries, though
those nucleotide sequences are
the same.
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Nucleotide substitutions occur
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An Example of ALVISION Analysis



