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'
=7000

[ show selecte

I
-6000

4 ORF [|-11887147 -11668549: 27

1157 3717

I
-4000

111 O 1 D ITIND T
bl ni s v o

T I
-3000 -2000

[V |#ho salgated T [IT 1 100¥1 (£ ~1 1000043, 402

i
—6000

I
-5000

|v riant members

(ET

aus

I IO (I T

1

I | I
-4000 —3000 -2000

¥a

FLJ54690

NM_012104.3

BACE1_FLJ54690,
NM_012104.3



cxamples

cluster data directory
L CH2006.10 hel Btr¥clusters fdps¥ntvar

comment
chromosome range

iz o min max
e A 1

Expression Profile on Genome

| ' | v
1} 25E+7 BE¥7  7EEX7  1E+E

0.40843E+7 |Mﬂ% Mﬂﬂ

cluster id ©)743

Genome View %

L] ' D 0
47492000 47495000 47497500 47500000

=l

#clusters  #blocks

2054

0
47502500

125E+8
el w

cluster size #ear

30

8213

|
15E

+8

#pvar
24

'
47505000

FLJ57401

Genome View

cluster i | /34

_1=

47495000 47497500 47500000

47492000

47502500

&)

47505000

47507500

library members

library members counts 0| WlocesF

cluster members ready |
11 FL[ 6||[itnsar7eis 1 |[encGene 1
Eoend [ 73|
FEBRA 7 116725t {95 2 ||hrsr5a13Ft k]
e 3] [ i%5c rr5al3Ft
BREEH 7 | aratt [ 5|||[po672otes 2 [wermatar 7
UTERU 8 [l ater B
draftsTISt | 5 0
BRAWH o | el 1|
laws1231 05 0 i
FGBBF 4
|rthexBal 7t 0 i

F-TEST4008340 478 bp A 113 C 142 G107 T 116 N O 0%

|

#subcls  quick search

1 Compressed View

¥ shon selected OFF ||47494508 47607949 98

1813 472 |

&

E
=
E
|

 EHEE RN

B HITEEHE

i F

D 1
475076500 47510001

0 0 |
1000 2000 3000

i

frpe R A i e iesinb e

T
5000

b

f

|

0
6000

0 |
7000 8000

50

i
9000 |0

&ty

1w

1ue - 4os

Compressed View ¥ show selectad VN7 0ot

]

I Cpounon v i g
: SR EEEH T
4wt bnted o]

i

I ENET

)

ELE HEEHEE

I

2000 4000 5000 6000 h

2000

47510001

000 2000

¥

FLJ58411

o
107

NM_000725.2

Genome View

cluster id r}} 748

T
47492000

000

!
47495000

!
47497600

! ! ! 0 1
47600000 47602500 47605000 47607600 4761000C

Compressed View

o ehon selected WRET |4 MU0 40Uy

Ibsh 40

Jos

!

(it HERERRE
TR

e
f

!
2000

T " 0 !
6000 A000 7000 8000

CACNB3_FLJ58411,
FLJ57401,
NM_000725.2

|
9000



cluster data directory

B G¥2006.10 hel Btr¥clusters fdps¥ntvar

comment
chromosome  range
T | min max
L 0|5 Inf
e d /|

=l

#clusters  #blocks

Expression Profile on Genome 1776

10000

1000 -|

100

'
2E+7

1}
S49B48EH7 Immw 8| pen]

Genome View cluster id ;1

IARIRRRSI

LR SRR

1 ' I
7288000 7290000 7202000

Genome View cluster id -

T

T

1 I I
7288000 7200000 7282000

'
4E+7

chu

==kl

'
GE+7

ster size #var

57 32 1

I
7204000

1
7204000

724

Hpvar
7

' |
7296000 7298000

a2

I
7296000

! 1 1 I |
7208000 7300000 7302000 1000

library members cluster members ready.
'
library members counts 'j‘ u .PERIC g FL ’73| rfhsBa17t_i9 1 ||lensGene 2
NTONG 6 [Frend 28| Fiooe o 0 ([srBatsFr. 23
I _i96e rerBal3Ft_
BRTHA 3| dhait [ 3| |[[ooeomeies 2 fesrsstare 1
NTZRP 2 || ather o
draftE719t i 3 0
THYMU i
w123t 195 1} [1}
NT2RI 1
rthexBal 7t i 1} 0

F-LIVER2007702 540 bp A 99 G 150G 185 T 106 N O %)
F-NTOMG2000829 503bp A 94 G142 G171 T95 NO 0%
F-PERIC2003052 425 bp A B2 C 113 G 148 T &1 N1 024
F-NTONG2001519 492bp A 91 G133 G163 T94 NO 0%
F-BRTHA2005784 536 bp A 85 C 156 G 179 T107 M 1 028
F-BRTHAZ01 2488 530 bp A 95 G 153 G 180 T102 N 0 0%
F-PERIC2001545 548 bp A 103 G 156 G 181 T 108 N O 0%
F-NTONG2005987 573bp A 109 G184 G188 T112 NO 0%
F-NTOMG2004665 B54bp A 106 C 162 G185 T 111 NO 0%
F-PERIC2008419 563 bp A 107 G 163 G187 T 112 N O 0%
F-PERIC2000848 571 bp A 106 G 184 G187 T 114 N O 0%

Hsubcls quick search

' ' I I | |
7300000 7302000 500 1000 1500

Compressed View

Compressed View [ shom selecte:

"
2000

[v show selected ORF ||-"2891 kil

I

4 CRF “7290130 700766 112 1401 430

"
2500

!
1600

"
3000

[
2000

' "
3500 4000

|
4500

00768 42

1547 802

variant members

i [
2600 3000

!
3B00

|
4000

FLJ52354

NM_000747.2

CHRNB1_FLJ52354,
NM_000747.2



search] [examples] [print] [e2plot] [ TRins | [ucsc]  [x€] o library mombors cluster members ready|
cluster data directory library members counts 7, 0 .TEST[ 19 FL 5| ‘rfhs&aﬂljg 2 ||ensGene 3
% C#2006.10 helBtr¥olusters fdps¥ntvar 20 SuteRn g [Eoerd | 72t w50 1 [tz m
comment 154 l— @-end 3|
BRCAN 2 | et [ 3| |[poa7zet s 2 |[reratart. 3
chromosome ~ ranee TRACH 11 fether L O R eTIO L 0
chie22 N { ity s HEYRA 1 pred J
,-JI Al | - e 23 05 0 i
¥ reverse v v #clusters #blocks —t———t——— HEART 1 ‘ ——— = 5
- 2 3 4 5 6 7 8 49 rthexbal’ft_i
Expression Profile on Genome 522 3465

' ' i
2E+7 3E+T 4E+7

'
BE+7

HEARTZ006748 662 bp A 129 G 134 G 164 T 146 N 0 0%
F-BRCAN2023142 658 bp A 138 G 134 G157 T129 N 0 (0%
F-HSYRA1000064 723 bp A 196 C174 G191 T160 M2 (02%)
F-TESTI023008 667 bp & 149 G 136 G 161 T121 N1 028
F-TESTH044126 542 bp & 143 G 126G 147 T127 N 0 0%
F-TRAGH2020482 478 bp A 110 C 94 G115 T 159 N O (0%
F-TESTHO45770 670 bp & 136 G 148 G 145 T 142 N 0 O%)
F-TESTHO30634 548 bp A 125 G 130G 141 T143 N 0 0%
F-UTERU30M6683 574 bp A 138 G 143 G 145 T 148 N 0 (0%
F-TESTI4043540 528 bp A 141 G124 G 139 T 124 N 0 O%)

F-TESTH046379 554 bp & 145 G 128 G 148 T133 N 0 %)
Q49345E+7 | alﬁlﬁ'“ﬁl m|JI|”,V\ BE 2w L]
| : cluster size #var Hpeear Haubcls quick gearch
Genome View  chister id £J/760 4 5 21 1

I I |
17580000 17600000 17620000

I
17560000

Bk
17540000

Genome View cluster id 44

44—

O

40—

-1=

]
17540000

1 ]
17580000 17600000

]
17560000

Compressed View
44-

10
35-
30-

26—

i i . :| | 1
17540000 1HEG000 =11000 -10000 -9000

25 21

44 -

40

-3

] ] ] ] ]
17620000 17640000 17660000 -11000 -10000

% show selected ORF || 17675096 17547732 83 1480464 |

i 1 i 1 i 1 1 1
-8000 -7000 -6000 -5000 -4000 -3000 -2000 -1000

Compressed View

'variant members

FLJ56961

= lshan Saloated ORF[|-17669164 17548269 45 4764 1570

NM_001835.1

CLTCL1 FLJ56961,
NM_001835.1

1 1 1 1 1 1
-G000 -5000 -4000 -3000 -2000 -1000

1 1 1
-9000 -8000 -7000




‘ search l | examples l | e2plot l | TRins l ‘ UCSC l

=]

cluster data directory
B GE2006.10 helStr¥iclusters tdps¥ntvar

dclusters  #blocks
1961

027

comment
chromosome fanes
chrill T I min ma
A A
v reverse :'Il U :'Il L
Expression Profile on Genome
10000 -

1 T i
0 25E+7 BE+T

T
THE+T

' T
TE+8  1.25E+8

0495437 |ﬂﬂﬂ 81y | B 2ol
: cluster size #var #pwar
Genome View cluster id ’;HSEB 106 38 28

-il=
3532bDDU 3534b000 SEEGIDDDD

Gemome View  cluster id ::.11

40-
a0-
20+

10+
—=

1 ] [l
35320000 55340000 35360000

O S e

3538‘0000 3540‘0000 3542‘0000

353 106 ag

[l [l
35380000 35400000

library members cluster members ready,
.
oy (i G - 0 TEsT 16 FL a} \fhsGal 7@ 1 ||ensGene 7
15+, Cotone 7 |ped[ 8
CTONG 7 fl6725t 05 1 ||hrsrSat3Ft 85
= end ’75‘ _i95c | r=rha _
10- SR 5 | gait [ 3| ||[pbe7zetios 3 |[hesrBatare. &
NTZRI 4 |other[ 0
drafte719t i 3| i
ERHIP 2 | e 7
w1231 195 o i
TRAGH 3
rfhexBal Tt i 1 (] i

F-BRAMYZ013213 600 bp A 146 G 166 G 143 T 145 N O (0%
F-HGASM2002340 553 bp A 132 G 160 G 130 T 137 N O 0%
ENSTO0000374748 Cullin-2 (GLIL-2).

F-FCEEBF3000883 554 bp A4 179 G121 G 113 T 141 N 0 0%
F-NTZRI20N11307 295bp AGE G789 G78 TG N1 @O3%
ENSTO0000:374754 Gullin-2 (GLL-2)

F-NTZRI2024160 537bp A 142 G114 G141 T140 NO 08
F-FEBRAZ004209 562 bp A 145 G 122 G 151 T 144 N 0 (0%}
F-BRACE3NT 4507 562 bp A 145 C 122 G 151 T 144 MO 0%
F-TKIDM2015572 569 bp A 148 G 123 G 152 T 146 N O (0%}

\%4—\

Faubels quick search Link |
5 Compressed View % show selected ORF |\—354nnzsw -3FE30246 211 0448 746 L_a'iam memnacd
106 -
100~
80|
& - :
0| " 5 '
80~ £
B - I %
————————————————— o e
30| . £
20- A g
10 . :
5440000 540000 7m0 ~6000 5000 -4000 -alao ~2000 ~1000 ' L
28 2 Compressed View 1o SR SEIESiEd O [ adUu] i 25 24 B ||
106
100-
90
Loy
- pERE ]
fi0l-|
50l =
40- + -
30 . ]
20+ ;
______ 10- eyl S
‘ 1 : - | EE | | | ‘ ‘ | = =
35420000 35440000 35460001 -7000 -6000 -5000 -4000 -3000 -2000 -1000 0

FLJ37898

I NM_003591.2

CUL2_NM_003591.2,
FLJ37898



examples

=

library members cluster members ready.|
cluster data directory library members counts 0 IERAWH 20 FLI 7||[FnsBatztn . 2 |[onsGens 1
4. C¥200610 he Btr¥clusters fdps¥ntvar 20 [Termp 12| (Bend | 67| EEemees T eaatar: —
comment 15 -end [ 1 = =
(SEEEL 8 " it [ 7||[po6728105 8 |[beerbatire 1
chromosome range L BRAMY 71 [ ather 0 | e =
g T min max romer 5 ) e
C | e | nf ewe123t 05 a|f 0
v reverse v v, olusters #blocks Lo TesTI 3 ; i
" g 10 12 1415 vihsgal Tl 1 0
Expression Profile on Genome 810 2604

100000 -

D-BRTHAZN038161
10000 HM_371106.2 PREDIGTED: Hame sapiens hypothetical LOC308458 (LOG388458), mRNA

1000 -

100-|

10

v \I‘ i v v ! v 0
o 1E+7  2E+7 3E+7 4E+7 BE+7 AE+7  TE+7  BE+7

49B4ET |ﬂﬂﬂ EVEETE - - PR k] -
luster size #rar  fovar  Rsubck  qick search

Genome View  cluster id 1733 5} kil 25 3
23—

Compressed View [ show selected ORF ||*3870066 -3492425 510 3209 930 ‘

wariant members
B3 -

70+ -

60| 60 -}

50 50

40 40-

FLJ56525

30 a0

1= ] ! ] v ] ] | | | ] ] ] ] ] ]

2400000 3600000 200000 4000000 4200000 4400000 4600000 =2000 ~B000 =000 =000 =5000 -4000 -3000 -2000 -1000
DM, 0047462 . oo . NM_001003809.1
83+ " 83 .

70

£ ihow SelGtad MM RSO I UM B

s
6 -}

50

40

-1=

! ] " ] " : ] " q ] . . ] . :
3400000 3800000 3900000 4000000 4200000 4400000 4600000 6000 7000 6000 5000 4000 3000 2000 1000
Genome View  cluster id 733 3 31 2 3 e — ¥ how selecied ORF [|-3861228 -3439183 26 2077 684

83

83
0|
6 -|
50—
40—

a0-J

DLGAP1 FLJ56525,
NM_004746.2,
FLJ54734,
T NM 001003809.1

= v v ! T T ]
3400000 3600000 3500000 4000000 4200000 4400000 4600000




seamh' | examplesl |52plnt| ‘ TRins l

cluster data directory

el

B 200610 hel Btr¥clusters. fdps¥ntvar
comment
chromosome UELH3
I | min max
W reverse PJI 0 :JI ] tousters #hiocks

1624 7690

Expression Profile on Genome

|||\ I

| i ! ]
4E+7  BE+7  BE+7  TE+T

1 i !
1E+7  2E+7  3E+7

el v AT - - PRl
. cluster size #var #Forear
Genome View  Sluster id £l 121 46 28

60800000 50810000 50820000 50830000

Genome View  Cluster id o5z 121 28

121+

=4
5080

- Ssams & = a . s = & = - -
0 T T I | T T " T |
0000 50805000 50810000 50815000 50820000 S0825000 50230000 50835000 50240000 H084500)

members counts

library
18-,

library members cluster members ready,
r
4 0 WBRTHA 12 | FL 6] |[fBatztie 1 [[encGene ]
Gend | 104]

THYMU 7 5728t _i95 2 ||hrerBal3Ft. 104
| el 960 [hrerBataFt_
BET] P | grape [ 8| ||[pbe728tios 3 |lrstsatar. . 2
| BRAMY 7| ather [

[drafte71t i 8| 0
P TEREs o | pred 1

len61231_i95 o] 0
| PROST 4

hexBal 7t o 0

D-BRAWHZ0140471

-

Fsubcls
1

quick search

"""" -1
: g
50340000 5034500

Compressed View

I T
-6800 -6000

Compressed View

A

Link

7 'show selected ORF ||-50840437 -60804761 12 ot o

2450 216 |
¥.

(* S
pimiomy
g

.HIF

A

FLJ56452

| | ' '
-h000 -4000 -3000 -2000

v [show slacted W[ oUg3as /4 —ousua /o1 dn 19460 Do

wi

NM_012155.1

ik

|

| [T
IO
[T

I T T | I I I I I T T
500 -6000 -5600 -5000 -4500 -4000 -3500 -3000 -2500 -2000 -1500 -1000 -500

EML2_FLJ56452,
NM_012155.1



& | thvory menbers i
clustor data diroctory library members counts o0 ocesr 24 FLL 11| (fthstatiin 1 |fenstene 1
420061 0 helBtr¥clusters:fdps¥ntvar 25 FGBBF 25 [Bend [ 146 | e T o
comment 20 F-end [ 8| = =
FEERA 200 gt [ 4)||[pee7zeres 7 |[wsrsatare, 8
chromosome range R 18 | ether Ol eme 4 0
P | min max [ermia g | ped[ 1
L JI ol JI Inf w123t 95 o o
[~ reverse v v Holusters  #blacks I ; it NT2RF 7 ———— -
7 15 o0 25 28 rihs:Gat Tt
Expression Profile on Genome (2425 8521
10000 -

F-FCBEF2005070 369bp A 111 G786 GBS T93 N2 (54
F-FCBEF30097T16 678 bp A 176 G 128 G 134 T 141 M 0 (%)
F-FEBRAZ024201 486 bp A 152 G 104 G 113 T 117 M 0 (0%)
F-FEBRAZ019828 572 bp A 187 G 120 G 134 T 131 N 0 (0%)
F-OCEBF2012935 865 bp A 187 G120 G123 T129 WO Q%
F-FCBBFI024539 667 bp A 187 C 120 G 128 T 131 N 0 1%
F-OCEBF2002233 S66bp A 184 G120 G131 T131 WO DX
F-FGBEFI022024 553 bp A 186 G 114 G122 T137 N 0 0%
F-OCEBF2020162 556 bp A 186 G 113 G120 T 136 N 1 .28
F-OGBBF2004624 574 bp A 188 G115 G127 T144 N0 Ox

' '
SE+7 TE+B

F-FCBEF3009401 566 bp A 183 C 110 G 127 T 146 N 0 0%) T
IEEl MR -y R} =
Cluster size #var __ dpvar  #subcls  quick search

Genome View  cluster id 2oz e 47 | S —— - 5 o sclected. ORF |[12212164 13330067 261 171 607

wariant members

FLJ54541

11 1

! v T T T | 0 T T T T T 0 0
132400000 132600000 132800000 132000000 133200000 13360000 1000 2000 2000 4000 6000 f000 000 2000

Genome View  cluster id 7Jj1928 170 62 47 1

Compressed View % how seleslad ORF || 132911800 133300871 66 1610 686 |0}
170+

Genome Vigw  SNEWm gius e LY 2 '
170 -

co s View o S SIS [ A nimmarn i ame v

] 1 LI} |- —

e 1993330

170~

1= n 1 PR - . = J—
T v T v T i | ! T T T T T ! 0
132400000 132600000 132800000 133000000 133200000 133400000 13360000 1000 2000 3000 4000 5000 6000 7000 8000

Go i View 7 o falcied N e 1saanna e emm ar
1704

EXOC4_FLJ54541,
FLJ38176, FLJ53330,
|  — NM_021807.2




F-BRAMY200SE15 560 bo A 152 G 143 G177 T N 0 060
F-CTONG026415 56800 A 152G 14D G ITO T 96 N O O
F-FEDRAZ010013 552 bp A 153 G 145G 160 T 103 N 1 D260

(Siop [szaren] [exampies] prit] [czpiet] [1rima] oy mambers e — resd.
eluzter data directory e moe T [} [T 1 FL 4| | [itasaime i 2 [Jenatire ]
420010 he 1 Birkchusters fdpaNnbvae FEBRA 8] [F-end [ 08 | e — Freiar 38
cammerit [oceer & Toend| 4 = =
OCBBE L e e T o L
chromosome  range BRSSH L i
[ i ] FCED0F 5 ) eeed[ 6
- ] 0
R reverse S " &ohusiers  Shincks B R | e e e e e BRHE® Bl | T = I 0
o haBsl T i
Exoression Profile on Gerome 718 143 10 2 4 6 6 1012 14 16 10 2 2 |
m

1000+ F-0CBEFRISE 629 bo A 170 G 160 G 168 T 111 N 0 40
i
100+ F-RCRRMZI0UZES 05 bp A 135 G136 G207 T 76 K1 020
F-NTONGOM3T 572 be ATH G155 GIE T120 NO Do

0 F=PERICANAE06 BTT bp A 1306 G168 G622 T30 N O ane
1 | 1 . . 1
] 5047 100 15040 v

TR |a w0 | B « [ -
Ghuster sun Brar Bubcli  quick search |

Ganoma View  chster id | 5 £ i 2 : '+ Staom celecied ORF [-137113001 13764267 200 1066 266

rariant members

Comprassad View
05

137500000 137500000 130000000 190100000 13620000K
Gorome Viow | clusterid T 45 % 19 2

15 v T T T T v i U T v T ! v U T
137600000 137600000 137700000 137800000 137900000 132000000 138100000 13820000 -6000  -4500  -4000  -3600  -3000  -2600 -2000 -1600  -1000

NM_033642.1

Genome View —luster id 1%

EE
137600000

Compressed View (v show selected VIR |71 iDaY Sldioeni B0 o 1|

8-
=
=

I

-1 T T T T T v | ! v T v T v T v
137500000 137600000 137700000 137800000 137900000 138000000 13100000 13820000 -5000 -4500 4000 -3500 -3000 -2500 -2000 1500 1000

GComprassed View F# show selecied UHE || TR Tz s 2 0200 NM 004 :l :I 4 : !
Genome View 125

Compressed View I+ [Shai SEletad ST T191VEUR0 “1a s U 199s g

-1 U ! U o ! o !
-G000  -4500  -4000  -3600 -3000 -2600 -2000 -1600  -1000

FGF13_FLJ57884,
FLJ57068,
NM_033642.1,
NM 004114.2

¥




Genome View

cluster members ready.
4
cluster data directory [T CoE s G o 0 TRacH 7 FL 3|||[imeBatre 1 |[eneGene 2
% #2006 10 hel Str¥olusters fdps¥ntvar ] | Crong fll [fi67281 95 0 ||hrsr5a13Ft 44
comment 20- F-end [ 0| = =

| spLen 2 | et [ #|||[oeresties - 2 0
chromosome ranee |_ooser i ||| G ’_D [rattémoi 3 0
chrd o ___min max I BRAWH 2 pred J |gw6123t o ] g
g i 5 | M goksters dblocks | UTERU 1 — — - -

rihsxGal 7t i

Expression Profile on Genome 11949 6583 =

n ManNosaming A mRNA

i

v
BE+7

[zl

library members

F-GTONG2001283 526bp A 143 C 124 G130 T128 NO 0%
D-CTONG2001283.1

F-TRACH3016210 553 bp A 185 C 114 G136 T 147 N 1 (0.2%)
F-TRACHZ011564 B&1 bp A 161 G 116 G 136 T 148 N O (0%)
F-TRACH3027127 593 bp A 166 C 125 G 148 T 166 N 0 (0%)
F-TRACH3005326 510 bp A 143 C 107 G122 T137 M1 (0.24)
F-TRACHS005549 515 bp A 144 G 107 G 125 T138 N1 (0.2%)
F-TRACHZ023606 537 bp A 163 C 112 G 134 T 138 N 0 (0%)
F-TRACH3000846 540 bp A 154 © 112 G 133 T 141 N O (0%
F-TRACH3017696 556 bp A 157 C 115 G 140 T 144 M 0 03

ENSTO0000339267 Bifunctional UDP-N-acetylelucosamine 2-epimerasesN-acetyImanno:

A At A AT A an s A T a0 a4 g e
aagpaoe-7 |0 T e e R bl
: cluster size #var #par #subcls quick. search
Gerome View  cluster id 1457 53 15 11 1

1 v | | T
36200000 36210000 36220000 36230000 36240000

cluster 1d- ojj14o/ 03

Compressed View

v 0 |
36250000 36260000 3627000

Compressed View

[ show selected 9RF ||*36239352 -36207382 127 2295 723

|valianl

zamine kinase (UDP—G\EAc—?—apimerase/ManAc kinag

I I ' ' I I ' ' I I ' v
-6000 -5500 -5000 -4500 -4000 -3500 -3000 -2500 -2000 -1500 -1000 -500

v show selected WMT [ TousuaIY Soucuraus 1ow

(EXas

Ui

=

I !
36210000 36220000

I
36200000

! I ' I
06230000 36240000 36250000 36260000

i
36270000

' i
-5G00 5000

' ' 0 I i i ' ! '
—4500 -4000 -3500 -3000 -2500 -2000 1500 -1000 500

NM_005476.3

FLJ51479

GNE_NM_005476.3,
FLJ51479



@ library members cluster members readit|
iy dkie CRes P e o e 0 8 TEsTI 15 FL[ 5||[fmsatrti@] 1 |[ensGene 1
% G#2006.10 helBtr¥clusters.fdps¥ntvar =y THYMU 7 [end [ 28] [fi5728t_36e 7 |[rwareatart 7
comment lrend [ 2| = =
HEMEA 20 cpat g |||[nb&7=st ivs 3 ||lrsr5a1art_ 2
chromasome rance BRAWH 2| Jether | O e emon 5 0
chrz | min max LUTERL 1 ored J -
2| Al e w1 231 05 0 i
[ |reverse . v, dclusters #blocks SPLEN 1 Thosal it ] 0
rihsaBal i
Expression Profile on Genome 3238 2278 =
10000

F-THYMU3025618 566 bp A 144 C 160G 185 T 77 N 0 D%

D-THYMU30256181

AF1326807.1|AF132607 Homo sapiens histone deacetylase 4 mRNA, complete cds.
F-THYMUZ2035221 559 bp A 104 C 154 G 164 T 137 N 0 0%

F-THYMU3011741 560 bp A 100 C 170G 163 T127 N 0 0%
Z-THYMU2035221-02

D-THYMU3O1741.1

F-UTERU3017901 554 bp A 126 G170 G180 T 78 MO 08

ENSTO0000345617 Histone deacetylass 4 (HD4).

ABODGG26.2|ABNDGE26 Homo sapiens mRMNA for KIAADZES protein, partial cds.

0 ' 1
BE+7 1E+8 15E+8

9E+8 2568 | | NMLODG037.2] Homo sapiens histone deacetylase 4 (HDAGH), mRNA =
sl CAPEI - AP - = PETEUY) Rl >
; Cluster size #var  #pvar  #subols  quik search
Gonome View  cluster il 10 m » 12 3 - % ehon selected ORF |-23076315: 230081611205 2266 647 ‘miam
- -

40~ 40-|

35 36|

30 30-|

25|

FLJ51177

e
236600000 239650000 239700000 285780000 235300000 23850000 239900000 23550000 240000

20 -imoo -adon -gdo0 -40m0

FLJ51174

Gerome Vigw  chster id

NM_006037.2

L Genome View  Cluster i o 44 22 12 &) Campressed View 17 [SHORSEISET I L S0eTuis | eumuuz it 19w Sutr uss
(T

. ” v o 13 Co View 1o O R G T DA BT 0 L I

44-

239600000 239650000 238700000 239750000 239600000 239850000 239900000 239950000 24000000

-12000 -10000 -8000 —G000

HDAC4 FLJ51177,
FLJ51174,
NM_006037.2




E X library members cluster members ready.
cluster data directory T o 0 BRawH 5 FLI 4| |[[hsBatnize. 1 [fensGene [
4200610 he 1 Btr¥chusters fdps¥intvar BRAMY Gl e e
comment F-end [ 2| = =
ERIHA 41 gan [ | ||[peereetes 2 [[wematare 2
chromosome ranee L 3 Jether L Ol e 2| 0
chrd S min max ERACE a pred J \gwﬁ‘\ T = ‘ =
= roverss oA % | Tt ouusters #blocks I BRHIP 2 T {h =T =
. 012346678 910112 HhsxBal 7 i
Expression Profile on Genome 2581 9473
F-OCBAF3009512 657 bp 4 126 G 130 G 203 T 97 N1 124 s

F-OGBEF2012535 661 bp A 126 C132 G203 T100 NO 0%
F-BRAMY2023434 5687 bp A 128 G 134 G 206 T 100 N O (0%)
F-ASTRO2003416 570 bp A 120 G 136 G 205 T 100 N 0 4%
F-BRAMY3016850 572 bp A 128 G 136 G 207 T 100 N O (0%)
F-ERAMY3017307 573 bp A 128 G 136 G 208 T 101 N O (0%
F-BRSSM2007968 574 bp A 128 G 135 G 208 T 103 N 0 %)
F-BRHIP2010102 575 bp A 127 C 136 G 209 T 103 N 0 0%
F-BRAWH3046115 589 bp A 133 C 130 G 214 T103 N O 0%
RAMY301 7406 537 bp A 134 G 140 G 214 T 108 N 0 (0%)

" I
BE+7 1E+ 15E+8

ITERU3008231 555 bp A 133 G 121 G 193 T 108 N O %)

a
|ﬂﬂw afw | Bl

cluster size #var

Hovar

#aubols  quick search

cluster id ’:HMB 38 10 7 1

Genome View Compressed View

¥ chow selested ORF ||-11919876 -11701185: 332 1408369

38 38

35 35

30| 30~

25

T

4
117000000

v 0 v | v 0 v
118000000 118500000 118000000 11950000 -6000 -B000 -4000

v
117500000

Genome View  Cluster id -J1143 38 Compressed View

2

[ [ I [
117000000 119000000 11950000 —6000

[
118500000

i [
117500000 118000000

|

A

0
—3000

W show selected

i
-5000

!

{1

1

Ifrrrrroee

v
-2000

H

trorrroront

|variant members

T
0 1000 2341

U AL RECNE L

(=11

FLJ54658

EEC]
]

i
-4000

NM_002338.2

LSAMP_FLJ54658,
NM_002338.2



cluster data directory
L C:H2006.10 hel Str¥clusters.fdps¥ntvar

(=

comment
chromosome fanes)
P | min max
¥ reverse d 5| W gohsters #blocks
Expression Profile on Genome 1901 6371
10000 -

Nl LA
TE+8 15E+8

v |
BE+7 2E+8

el MAPE I - AR AT i = PR
Cluster size #var  #pvar
Genome View  cluster id ©)743 106 21 17

106
100-|

an-|
80|
70|
60-|
50|
40|

30|

15 0 ' I '
104160000 104170000 104180000 104190000 104200000

cluster id 743 21

Gemome View

i I '
104120000 104190000 104200000

'
104170000

-1=1
104160000

|
104210000

library members cluster members ready.
library members counts 0 Wlocesr 12 FL 3} [hsBa17tis 1 |[ensGens 2
15+ F-end [ 7 -
FEBRA 8 fl67251_i95 1 |[hrer5ataFt a7
i [ i%5c rerSal 3Ft_

BRAMY B drafe [ 3| |[pbe7est ios 1 ||hrsr5ataRt_ 1

BRAGE 7| other ol I
draftg 719t i 3 [

l— pred 2 =
S . [ewei123t 05 0 0
| I | | | o DI0ST 5

10 15 20 25 30 3537 ItexBa1 7 0 o
F-D30ST2000831 552bp A 193 G107 G121 T131 NO OK &

F-D305T2002978 571 bp A 184 C117 G128 T 142 WO D&

F-DIOST2000417 542bp A 177 G103 G114 T148 NO 0%
F-BRGANZ000392 562 bp A 184 C 101 G 122 T 155 M 0 0%
F-BRGANZ007680 568 bp A 188 C 102 G 122 T 156 N 0 0%
F-DR0ST2002415 583 bp A 201 G 103 G 129 T 150 N O {%)
F-DR0ST2000973 580 bp A 200 G 102 G 129 T 148 N1 (0.2%)
F-D30ST2003889 572 bp A 202 G 99 G 128 T 142 M0 (%)
F-DIOST2001087 575 bp A 203 G 100 G 129 T 143 N 0 {O%)
F-BRTHA3005262 548 bp A 105 G174 G181 TE7 N1 @028

-
#subcls

quick search

1 ¥ show selected ORF “*TEMZEIETE[*TD41SSD?[1?E 1620 481

Compressed View

variant b

106-
100

i, ™ PR SRR g3 R

I
-1000

'
-1500

' ' i ' ' I
104220001 -4500  -4000 3500 3000 2500 -2000

G W [v show selected WHE |7 UUS 190~ 141008 1 D3

FLJ54331

Co
1000 2341

0

££4D DY

i I 0 i 0 i
-3600 3000 -2500  -2000 1500 1000

I
-4000

' i
104210000 104220001

NM_178833.3

NHEDC2_FLJ54331,
NM_178833.3



E . library members cluster members ready,
cluster data directory P o s s 0 konE 21 FL[ 5||[[thsBaimiie 1 |[enstiene 3

= o
% 4200610 hel Birchusters.fdps¥ntvar | Puaen 2 [Bend | Temsme 1 |hemeirL 2

comment Boend [ 4|
UTERU e Gl 3 ([hrer5atare 1
chramosome range SYNOW 1] | atver 0] = =
il T min max SMINT ol I it | =

-y f2 =l ¥
e G| 15 | I alsters #blocks NT2RP 1 =T =
rihsxBat Tt i
Expression Profile on Genome 2163 7036

| ] | '
0 25E+7 BE+7  7BE+7  1E+E

cluster size #var

Genome View
46y

cluster id - /671 46

-

1 " " ! "
BBBE0000  BE700000  BB7SO000  BBBOOOO0  BERS0000

FLJ51025

Genome View  cluster id 67 4 ]

46y

13 " 0 " v 0 ! | =iy " T T
98650000  88TOOO00 88750000 98800000  B8BS0000 88000000 88950000 8900000 -4000 -3500 -3000 -2500

!
1.26E+8

‘MHJ 8w | ERe

F-KIDME2012778 578 bp A 137 G 132 G 131 T 178 N O 0%
D-KIDNE20M 27761

ENSTONO00375979 NADPH oxidase 4

F-KIDME2017338 577 bp A 128 C 167 G 134 T 168 N O {0%)
D-KIDWE20173981

F-KIDME2016264 557 bp A 128 C 145 G 138 T 146 N 0 {04
Z-KIDMEZ016264-01

F-KIDME2007202 260bp A48 CB2 G738 TEAD N1 (034
F-KIDME20172071 544 bp A 123 C 148 G 138 T 134 N O (%)
F-PUAEM2011133 566 bp A 127 G157 G141 T 141 N O 0%

|
15E+E

F-PUAENZ002538 B55 bp £ 127 G 153 G 138 T 137 N 0 (0% B
e I

#pvar  #subsls  quick search ,:

Link

24 13 | Compressed View % |shom selected OFF ||-83963500 -28600572 40 1710 554 ‘varianl wenbort

A6

40-|
36|

30|

25|

! ! ' | I 0 I v v "
BB300000  BAY50000  B900000L —3500 —3000 —2500 —2000 -1500 -1000 —&00

FLJ51027

NM_016931.2

. R DG 1 SHE0SYE I 1D DUU
Compressed View [V show selected ) 3 n—
e Genome View  cluster id (a7

Comprisad View

46

o R SR SR | LA ~ARG I DU 19 BT

NOX4_FLJ51027,
FLJ51025,
NM_016931.2




cluster data director

¥

L C¥200610 helBir¥clusters.idpsintvar

comment
chromosome UL
chrl TI min . max
7 ols Inf
v reverse Jll JII

Expression Profile on Genome

10000 -

1000

100~
10- ‘

14

P
BE+7

1]
ST |HJ V|

Genome View  ©f

224

| | ‘ “II "
| 'HN |‘|

i
1E+8

uster id /132

U=y
240300000

Genome View
22

1
240300000

'
240400000

cluster 1d

1
240400000

I
240600000

|
1.5E+8

22

-—)132

i
240500000

|

#colusters  #blacks

2783

'
2E+8

B

cluster size #rar

'
240600000

16229

25E+8

i
240600000

st
11 F]

'
240700000

library members cluster members readi
ga
library members counts .0 WBRC0C 2 FL GI [theBa1it® 1 |[encGene 3
B 5'-end 9
BRACE 2 fI67281 105 2 |[rsrBataF Fl
e [ %50 hrsrBataFt_
TRAGH 1| araft [ 2|||[pbb7281 55 3 |[rsrfatare. 2
SPLEN 1 |other[ O
drafte710t i 2 0
FEBRA 1 | med 3] | ‘
lewe123t_igs o i
BRSTH 1
IrfhexBal i o [

G 1.1

BC101373.1 [BG101373 Homo sapiens phospholipase D family, member 5, mRNA& ONA cloneMGC1 20666 IMAGE40025860), complete cds.
BC101376.1|BC101375 Homo sapiens phospholipase D family, member 5, mRMA ©DNA cloneMGC120667 IMAGE40025262), complete cds.
BC101374.1 [EG101374 Homo sapiens phospholipase D family, member 5, mRN& ONA cloneMGC1 20666 IMAGE40025861), complete cds.
F-TRACH2004845 575 bp A 106 G199 G 175 T 95 N 0 (0%)

ENSTO0000314808 phospholipase D family, member 5

G-TRAGH2004845 2729bp A 787 C 647 GE66 T 720 NO (D%

NM_152666.1| Homo sapiens phospholipase D family, member 5 (PLDE), mANA

ENSTO0000356545 phospholipase D family, member &

“
#auhls
1

quick search

Compressed View

22+

| ' v ' I ' I
240800008 -3000 -2500 -2000 -1500 -1000 -500

OmmEEs W IV [shion Selectad WM |TEIOUA eI Bl 0%

agu

22+

| 1 | 1
—2500 —2000 —1500 -1000

i
—3000

i i
240700000 24080000

v

FLJ57051

NM_152666.1

PLDS_FLJ57051,
NM_152666.1



cluster data directory
B C¥200610 hel Bir¥clusters fdps¥ntvar

[zl

comment
chromosome range
chg o min max
¥ reverse G i | 1 olusters #blacks
1949 gees

Expression Profile on Genome

|

'
BE+7

Frera R R RAAT = ST
cluster size #var #pvar
Gerome View  cluster id /515 R 2

-1=) v !
111175000 111200000 111225000

Genome View cluster id 'rj 616 20

-1

I I 0 I
111200000 111225000 111250000 111275000

]
111175000

library members cluster members ready,
.
library members counts 1.0 INBRTHA 5 FL EI [heBal 78 1 |[erelene 2
60~ [ Teacn 8 |Fend 118 -
TRAGH 2 {18726t _i95 1 (lhrsrBat3F 114
o [ 95 rerBal 3FL_
BRAWH 8 | graft [ 8| ||[pbo728ti%8 4 [reriatzr., &
TKIDN 6 | ather [ 0]|)7
drsttETIH | F i
BRHIP o | ered[ 2|
lem81231_i05 i 0
T ———— THYMU 5
12 14 18 18 20 22 MhedstTi 0 i

(s o n i (P}

ENSTO0000262539 Tyrosine-protein phosphatase non-receptor type 3 (EC 3.1.2.48) (Protein-tyrosine phosphatase H1) (PTP-H1}
F-CTONGZ000358 219 bp A47 G67 GAD T45 N0 0H

BC083267.1|BCOE3287 Homo sapiens protein tyrosing phosphatase, non-receptar type 3 mRNA GONA clons IMAGEDN344422), complete cds.
F-PLACETO00648 463 bp A 121 C 117 G 119 T 106 N 0 (0%

F-TESTH4005800 445 bp A 114 G110 G118 T102 M 1 (.24

F-BRAWH3017753 531 bp A 138 G 133 G 131 T 129 N O @&

F-BRHIP3040549 580 bp A 163 C 147 G 138 T 142 MO (&)

F-TRACHIOTET! 563 bp A 145 G 141 G 135 T 142 N 0 0%

F-BRAGE3003431 657 bp A 145 C 145 G 135 T 142 N 0 (0%

F-BRAWHZ013234 677 bp A 163 G 145 G 137 T 142 N0 0% r

F-BRHIP30:34120 575 bp A 150 C 146G 137 T 143 MO (%) v

ggonuRecoio: w
#subels quick search

Link.
1 4 ORF “41126553571111&165'24 2765 314 . ’I
variant member:

Compressed View [V show selectes

| | I " T | v v
-16000 14000 -12000 10000 -8000  -8000 4000 2000

o0 i Cl:lmpressed View [¥ show selected UHE ||—\ (e O W W Fed o g 1)

“higd

NM_002829.2

fiall]

i i 0 0 T | I
-16000  -14000  -12000  -10000  -8000  -G000  -4000

=I
-18000

T I i
111300000 117325000 117135000

I
—2000

FLJ50545

PTPN3_NM_002829.2,
FLJ50545



cluster data directory
A C:¥2006.10 he18tr¥clusters fdps¥ntwar

comment
chromosome aner
chr12 Tl min Mz
; E
¥ reverse ;| o | I elusters dblacks

Expression Profile on Genome 1978 8408

'
1.25E+8

I

| | o | 3
0 25E+7 BE+7  7EE+7  1E+E

04545E+7 |ﬂﬂﬂ AR - - PR
chster size #var

Genome View
B8

-1 ' | | ' '
63300000 60350000 60400000 60450000 69500000  G9550000

Genome View

=2

' I ' i
69350000 69400000 69450000  E9500000

[
68300000

(=l

: Hovar
cluster id /572 52 18 11

cluster id ;;J a7z 58 18

_library members cluster members readiy
ey (el Eone o4 0 IBRANY 8 FL TI rihsBa 730 2 [[enstiene 3
G-end | 43 -
BRAGE 8 fie728t g5 1 ([estBatart 43
S 056 IhrsrBat @kt
ERHIP 81 Gt 7| ||lpb&72st_iss 4 |[hrsr5atar, 1
BRTHA 5 |[other | D
drafte?1an 3| [
NT2NE 3 | ered 3|
lews1 23t 95 a1 i
BRAWH 3
[rthsxEal T4 i o[ i

11571
D-UTERL20351841
F-BRSSMN2012041 688 bp A 192 C 122 G 114 T 160 N 0 {%)
F-BRAGE2013130 566 bp A 185 G113 G 111 T 157 N 0 0%
F-BRAGEZ028543 Bo6ibp A 187 G112 G111 T186 N0 0%
D-BRSSN20120411 1975 bp A G03 G420 G451 TEX MO 0%
F-OGBBF2032744 551 bp A 147 G142 G 124 T137 N1 (D28
F-BRACGE2037613 572 bp A 148 G 149 G 123 T 146 N 0 (%)
F-BRTHAZ026944 547 bp A 138 G 140 G 122 T 138 N O D%
F-NT2ME2004869 538 bp A 134 G146 G118 T139 MO @K
F-BRAGE2013725 556 bp A 141 G149 G123 T 142 N1 D28
F-BRHIF2020206 579 bp A 148 G 162 G130 T 149 N 0 (0%}

-

#subcls  quick search

1 Compressed Yiew

W show selected  ORF ||—6943464D -G9319231 126 1481 452 |

' ' ' | ' | I ' I '
63600000 GO65000 -5000 -4500 -4000 -3500 -3000 -2500 -2000 1500

Compressed Yiew

' 0 |
60560000 69600000  E96G000

0 ' 0 i
-4600 -4000 -3500 -3000

-178
-G000

' |
-1000  -500

v show selected “HF ||-UUUUU43.’ —HYA1Y28T 414

N

variant members

23490

o

FLJ55167

0 i
-2600  -2000

'
-1500

i
-1000

'
-b00

NM_002849.2

PTPRR_FLJ55167,
NM_002849.2



‘search I | examples l ‘ e2plot I | TRinz ”UGSG'

cluster data directory
L C¥2006.10 helStr¥clusters tdps¥ntyar

]

comment
chromosome (DS
chr12 i it i
Iv reverse . o) I olsters #blocks

1973 o408

Expression Profile on Genome

'
BE+T

| | ' v |
2BE+T THE+T 1E+8  126E+E  1GE+8

oaoaaee7 | 0= mul e |l B R >
cluster size #var Fovar
Gerome View  ©luster id 1121 211 47 36

-1=1
51890000

i - i
51895000 51900000 51905000
Gerome View  Shster id i1 a1 7 195 §

51605000 S1s10000 s1915000

51900000

!
51910000

Comprizad View ¥ shom salectod V17 i

library members cluster members ready.
4
library members counts o 0 cToNG 51 FL 5} [rfhaga 7t g 1 | [enetGene 2
I DFNES 13 [Eend | 190
4 R [1E72at_io6e 0 |[hrarGalafe. 190
40+ (el AL U gatt 7| |[obe72etios 4 |[rerBatare | 7
30 TRAGH 9 | ather [
i [arattszion i 2l i
0 SPLEN 7 Ieed 2
10+ [eweiz31 05 ol 0
L THYML 6 _
-1 5 10 15 20 25 30 35 40 46 [hexBalTti ol 0
F-PROSTZ014597 564 bp A 126 G 164 G 166 T 108 N 0 0% i

F-NTOMGZ006230 578 bp A 131 G170 G169 T108 WO D%
F-PROST2011453 567 bp & 124 G 165 G 170 T 108 N O %)
F-UTERU2020873 549 bp A 119 G 160 G 166 T 104 N 0 (0%
F-THYRO1001409 732 bp A 143 G238 G218 T129 N4 {058
ENSTOO000338561 Retinoic acid receptor gamma-2 (RAR-gamma-2).
D-NTONG2006230.1

F-TRAGH2025249 526 bp A 90 G192 G 148 T 96 N O (%)
F-THYMUZ2031623 530 bp A 134 G 153 G145 T 98 N 0 &%

<

Fan e

#subcls  quick search

1 Compressed View

% show selected ORF ||—51 900267 -51693434 165 1405 414

'variant

ol

h

i | I | I |
51915001 -4500 -4000 -3500 -3000  -2500

NM_00096

=DIMINDE SDHEI IS 1N D 83

m

Ganoma View

cluater id J1171

6 . 3
211 a7 138

5191500

FLJ54463
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i
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RARG_FLJ54463,
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NM_000966.3




£l =
y

cluster data directory [Py ok oo .1 IERace 19 FL[ 4|||[hsSat7tie 1 [[ensGene ]
20+ - 53

200610 heBtriclusters fdps¥ntvar BRAWH 1 E. end | g 728t jg5e 7 |[hrsrsa13re. 53
comment . F-end[ 3|

RG] 5 || 12|||leevzess 2 [westar 3

chromosome  ranee THICH 3 |oter i O tere 12 0

e | in max OoBBF 3l | erea 8 ———— =

i fi el L
[ reverse | {5 | It golusters #hlacks FEERA 3 — -
thebit 7
Expression Profile on Genome 2318 7903 —

10000 -

F-BRTHA3009366 454 bp A 119 G 83 G108 T145 N1 Q2%

D-BRTHA3009966.1

F-BRTHA2022083 588 bp A 176 C 109 G 145 T 157 N1 028

Z-BRTHA2022083-02

100 F-BRACE3000280 426 bp A 108 C 84 G108 T126 M1 (2w
F-BRAWH3019336 457 bp A 112G A0 G 112 T 134 N O @0%)

v

1000 -]

F-BRACE3006774 641 bp A 142 G 105 G 141 T 163 N 0 (%)
F-BRACEIM 7174 562 bp A 148 C 109 G 147 T159 N1 D28
F-BRACE3006620 561 bp A 145 G 110 G 144 T 162 N 0 (%)
F-BRACE3014202 569 bp A 152 C 105 G 149 T 163 N 0 (0%)

10|

|
' ' v v v I
2E+7 4E+7 BE+7 BE+7 1E+312E+R

16E+2 0+ | | F-BRACE021470 590 bp A 169 G 115 G 156 T 168 N O @X) =
0498406 +7 ‘ﬂﬂﬂ AT - = Py 4 L
- Cluster size #var  ovar  deubels  quick search
Corome View clustorid s % & m 0 Comprossed View 1 show ssksstsd OFF [T2383010 misnizn 1s8 zn em |va”am e
B0

B0 -

FLJ52438

T " " | | | |
72600000 72700000 72800000 72900000 73000000 73100000 73200001

" ! v |
6000 8000 10000 14000

FLJ53578 NM_014989.2

Genome View  cluster id 1139 80 53 42 1 e [ Show selected | ORFI[| 72070547 73167137 231 2684 818 ||\ |@apome view | clsterid 1133 80 53 42 1

Gompressed View [ show selected UHF || F2ondess  ainrias QU by

-1=) T 0 " " " | T "
72600000 72700000 72800000 72900000 73000000 73100000 7320000 2000 4000

0 T v v
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-1 " | ! " " | ! ! v v |
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| searchl ‘ examplesl | e2plot 'I | TRins 'I

cluster data directory
L C:¥2006.10 helBtr¥clusters.fdps¥ntvar

|

comment
chromosome (g
T | min max
J i | Inf
[~ reverse Y v, #clusters  #blocks
Expression Profile on Genome 12426 8621
10000 -

|
16E+8

' S
BE+7 1E+8

]
949348E+7 |Mﬂﬂ ﬂﬂﬂ

B2l
: cluster size #var #pvar
Genome View  cluster id tl1530 15 10 [

=)

! ! ! ! ! ! ! i
107080000 107090000 107100000 107110000 107120000 107130000 107140000 10715000

FLJ5068

Genome View  Cluster id 1630 15 10 8 1
16

14+

o
107100000

!
107000000

iy ! ! ! ' |
107080000 107110000 107120000 107130000 107140000 107150001

library members

. cluster members ready,
library members counts P 0 .MESAN 2 FL 2| |rfhsEa1?t_\9 1 |ensGene 1
2+ E-end g
UTERU 1
end [T |1167281_io5c 0 ||hrsr5ataFt_ ]
[R4CH T raft 3| || [pb6 728t o5 1 |[hrsrBa13Rt_ 1
PLAEN 1 [ ather [0} -
drafte710 i 3| i
OGBEF epl] R |
|ewe 23t 95 i | i
HEMEA 1
4 3 [hssBatty 0| i
F-HEMEAION0949 665 bp A 221 0108 G103 T230 N3 048 &
573 b A 122 (136 G 118 T 196 N 1 @28 i

F-MESANZO0271 572 bp A 139 G 120 G 140 T 173 N 0 (0%

D-MESANZO09971.1

F-MESAN2000228 BE3bp A 126 G126 G142 T169 M1 018

F-PUAEN2003950 566 bp A 130 C 126 G 145 T 164 N1 {0.2%)

D-PUAEN2003950.1

F-UTERU2007623 676 bp A 120 C 138 G 145 T 173 M 0 0%

F-OCBEF2023570 600 bp A 111 G174 G189 T 126 N O (0%

F-TRAGHI033632 516 bp A 106 G 131 G161 T 118 N 0 0%

ENSTO0000265715 Pendrin (Sodium-independent chloride/iodide transporter) iSolute carrier family 26 member 4),

ST f

#subcls
1

quick search

Compressed View [ show selected ORF ||1DT122T14 107143127 397 1446 350 |
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wariant members
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‘ search | | examples |

[e2ptot] [ TRins | [ucsc]]
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